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2007- 2008	Research Specialist II, Howard Hughes Medical Institute, Waksman Institute, Rutgers University, Piscataway, NJ-08854.
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Research support
Department of Bio-Technology, Govt.of India   				17/6/2010- 16/6/2013
PI: Jayanta Mukhopadhyay
Goal: To identify the genes regulated by Mycobacterium tuberculosis sigma factors.

Department of Bio-Technology, Govt.of India   			       14/10/2013- 13/10/2016
PI: Jayanta Mukhopadhyay
Goal: Characterization and design of inhibitors of Mycobacterium tuberculosis transcription

CoPI in DBT cluster project: System Medicine,                                           2016-2021
Department of Bio-Technology, Govt.of India   				      Jun 2013-2016
‘In vitro study of input-output robustness of MprAB signalling pathway in Mycobacterium tuberculosis’. Joint project by Dr S Banik, Dr J Mukhopadhyay and Dr M. Kundu
Department of Science and Technology, Govt.of India   			  Mar 2016 – 2019 
Evaluating the sensor kinase MtrB of Mycobacterium tuberculosis as a regulator of bacterial physiological responses, and as a potential target for therapy. 
PI : Prof. Joyoti Basu, CoPIs : Manikuntala Kundu, Jayanta Mukhopadhyay 
Science and Engineering Research Board, Department of Science and Technology, Govt of India. 									          01/10/2018- 30/09/21
Evaluating the role and mechanism of function of delta factor of Bacillus subtilis. 01/10/2018- 30/09/21.
CoPI in  IRPHA, SERB/IPA/2020/000414 				            2020-2025



